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Figure S1. Structural model of wild type CNF1 657-1024 domain. (A). Cartoon representation. (B). 
Electrostatics visualisation. (C) & (D). Focus on the interaction region. 

 
 



 
Figure S2. Structural model of mutant S720N of CNF1 657-1024 domain. (A). Cartoon representation. 
(B). Electrostatics visualisation. (C) & (D). Focus on the interaction region. 

 



 
Figure S3. Structural model of double mutant S720N & S723E of CNF1 657-1024 domain. (A). Cartoon 
representation. (B). Electrostatics visualisation. (C) & (D). Focus on the interaction region. 



 
Figure S4. Structural model of double mutant K726S & S727I of CNF1 657-1024 domain. (A). Cartoon 
representation. (B). Electrostatics visualisation. (C) & (D). Focus on the interaction region. 
 


